The title compound is an important intermediate in drugs synthesis (Obniska et al., 2005) . In this paper, we report the structure of the title compound (I). In (I), the succinonitrite moiety adopts an anti conformation. Six atoms of succinonitrite moiety, (N1/C9/C8/N2/C11/C10), almost lie on one plane, the maximum deviations from the mean plane of the succinonitrite being 0.0275 (8) Å. This mean plane is almost perpendicular to the phenyl mean plane with a dihedral angle of 87.55 (6) Å. The crystal packing is stabilized by two intermolecular non-classic C-H···N hydrogen bonds and one intermolecular non-classic C-H···O hydrogen bond.
In the title compound, C 11 H 10 N 2 O, the dicyanoethylene portion has an anti conformation. The crystal structure features non-classical C-HÁ Á ÁN and C-HÁ Á ÁO interactions.
Related literature
For the synthesis, see: Johnson et al. (1962) . The title compound is an intermediate in the synthesis of drugs (Obniska et al., 2005) . 
Experimental

Crystal data
Data collection
Bruker SMART area-detector diffractometer Absorption correction: none 8042 measured reflections 2210 independent reflections 1963 reflections with I > 2(I) R int = 0.022 Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.128 S = 1.04 2210 reflections 128 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of (I), showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C6 0.6739 (2) 0.85144 (7) 0.67253 (10) 0.0379 (3) C7 0.5211 (2) 0.80066 (7) 0.73097 (11) 
